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Localization of Psoriasis Susceptibility Locus PSORSI1 to a 60 Kilobase Interval Telomeric to HLA-C.
Table 2 (Web supplement). Haplotype clusters (expanded sample), and their transmission to affected offspring

a

D M M M M M MMMMMMMMMMMMMMMMMMMMMMMMMM

6 6 6 6 H 6 6 H6 6 6 6 6 6 6 6 6 6 6 6 6 6 6 6 6 6 6 6 6 6 6 6 6 6

s s TSMSLSSLSSSSSSSSSSSSSSSSSSSSSSS S S S

21 N1T1T114A4114A111111111112111111211T1T111 2

Clser NP 3 4B S A 6B 1CT5882565310080010052 400174551 TN@GDH  pae

1 12 6 - - - 4 552173 7 3108 1 2 4 2 2 2 2 46 48 2 2 2 4 -1 272 8 3 9 2:6 (25.0) —
2 5 3 51013 4 5 nd19 3 nd 3 108 1 2 4 2 2 2 2 4 6 4 7 2 2 2 4211 2 7 2 8 3 9 4:1 (80.0) —
3 9 3 4 171 3 1 1185 2 5 4 9 8 1 2 4 2 2 2 2 4 6 4101510 4 12101 2 9 3 6 5 2 4:5(44.4) —
4 7 3 911 3 1 121815 4 7 1210131 2 6 2 1 1 2 6 45 6 8 42 -1 2 6 2 7 4 10 2:2(50) —
5 16 5 9101717 1 1218 16 3 7 121014 1 2 5 2 1 1 2 6 4 8129 4 2 - 1 2 6 2 6 1 13 4:6 (40.0) 0.53
6 6 7 7109 3 163153 7 281 2 5 211102 4 3 5 2 2 2 414216 2 6 3 5 4:2 (66.7) —
7 8 6 4 9 3 1 7271 3 2 8 3 6 43 4 2 115222 712104 1131 1 8 2 6 1 - 4:3 (57.1) —
8 7 5 9103 1 7271 3 2 6 3 443 -21152222¢82 22414216 2 6 1 11 1:4 (20.0) —
9 6 5 9106 3 I15nd1 3 nd6 3 4 5 3 5 2 115222 92 22 414216 2 6 110 2:3 (40.0) —
10 5 5 4 6 3 1 7271 3 28 3 6 435 21152226 222417216 2 6 15 0:3(0.0) —
11 9 59104 2 8601 3 283 6 43521152227 2224172 155 -1 - 1:4 (20.0) —
12 9 5 9103 417511 3 28 3 6 435211216 3 2 2 22 4 -2 2 42 6 111 6:0 (100.0) —
13 6 -9 - 33 5nd9 3 ndl -155 13 3114 46 3 2 2 2 2 4232 2 5 2 5 35 0:3(0.0) —
14 202 6 516 3 57 93716 - 513311446 3 2 2 22 4232 2525 35 57:87 (39.6) 0.012
15 6 4 411 6 5 339 7 3 725 -513 3114 46 3 2 2 2 2 4232 2 4 512410 2:1(66.7) —
16 8 546 6 5339737 -5-51131311446 3 6114104 1161 1 8 2 5 4 - 3:2 (60.0) —

* The table displays all 34 markers subjected to long haplotype clustering, in centromeric to telomeric order from left to right. Corneodesmosin is located in RH2, between markers
M6S190 and M6S161 Dashes (-) indicate that no allele occurred in > 50% of the founder haplotypes comprising the cluster. [talicized numbers indicate that the allele shown
occurred in 50 - 80% of the founder haplotypes comprising the cluster. Non-italicized numbers indicate that the allele shown occurred in > 80% of the founder haplotypes
comprising the cluster.

® Number of founder haplotypes in cluster.

¢ Biallelic TDT p value computed only when T+NT =10.
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7 2 F 2 C 6 0 5 6 0 6 70 7 7 4 416 09 9 6 6 5 6 2 78 86 6 6 0

Cluster ~ NF° 34 B5A6B11C7 588 226531903801 09249 1743 51 T:NT (% T) p-value

17 38 5 2 3 4 3655 8 I3 9 2 3 3 16 — 6 21 21:10 (67.7) 0.048
18 9 - 11 6 4 8 45 16 6 - 4 4 6 4 4 20 12 - 4:2 (66.7) —
19 31 5 5 3 4 6 - 16 6 9 2 6 9 3|4 3 2 2 2 4.8 4 5 9 16:5 (76.2) 0.016
20 5 - 10 8 13 nd 15 nd 17 2 6 9 214 2 2 2 4)- 2 6 7 5 3:1(75.0) —
21 98 5 71 5 13 16 6 15 2 6 9 24 2 2 2 4116 217 9 3 49:21 (70.0) 0.00082
22 31 5 71 5 13 16 6 15 2 6 9 214 2 2 2 4)- 2 4 12 - 15:10 (60.0) 0.32
23 45 6 5 9 9 10 37 15 6 I3 2 6 24 2 2 2 4126 2 4 12 5 22:9 (71.0) 0.020
24 5 5 9 6 4 11 nd 15 nd 13 2 6 24 2 2 2 4120 2 4 12 5 2:2(50.0) —
25 178 6 12 2 12 9 57 15 6 13 2 6 24 2 2 2 4120 2 4 5 12 5 104:27 (79.4) 1.7 x 107
26 198 8§ 3 16 12 8 7 3 7 15 6 2 4 6 2 4 1 27 2 6 16 53:64 (45.3) 0.31
27 17 6 5 4 4 1544 9 2 7 8 6 4 2 2 5 4 16 1 13 31 2 7 5 13 - 5:7 (41.7) 0.56
28 5 6 - 11 19 4 7 10 2 15 8 6 5 2 25 5 2 2 4 23 2 4 6 9 - 2:2(50.0) —
29 6 6 9 4 4 1544 8 2 - 8 6 4 2 2 25 7 2 2 4 14 6 3 8 - 1:3 (25.0) —
30 39 5 5 5 12 133519 2 4 10 6 5 2 2 2 2 4 4 6 14 4 1 19 6 2 6 10 10:16 (38.5) 0.24
31 17 6 10 2 10 14 3517 2 4 10 6 5 2 2 2 2 4 4 716 9 4 1 19 2 6 13 6:5 (54.5) 0.76
32 17 6 10 2 9 5 133516 2 4 10 6 5 2 2 2 2 4 4 6 14 9 4 1 19 2 6 13 6:7 (46.2) 0.78
33 5 4 5 6 3 4 1135152 4 10 6 5 2 2 2 2 4 4 6 14 10 4 1 19 5 12 5 2:2(50.0) —

* The table displays all 34 markers subjected to long haplotype clustering, in centromeric to telomeric order from left to right. Corneodesmosin is located in RH2, between markers
M6S190 and M6S161 Dashes (-) indicate that no allele occurred in > 50% of the founder haplotypes comprising the cluster. [talicized numbers indicate that the allele shown

occurred in 50 - 80% of the founder haplotypes comprising the cluster. Non-italicized numbers indicate that the allele shown occurred in > 80% of the founder haplotypes

comprising the cluster.
® Number of founder haplotypes in cluster.
¢ Biallelic TDT p value computed only when T+NT =10.
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a
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7 2 F 2 C 6 0 5 6 0 6 70 7 7 4 416 09 9 6 6 5 6 2 78 86 6 6 0

Cluster ~ NF° 34 B5A6B11C7 588 226531903801 09249 1743 51 T:NT (% T) p-value

34 5 59 6 3 41 ndl14 2 ndi0 3 1 3 6 5 2 2 2 2 4 4 3 612104 1161 1 9 2 6 8 9 2:1(66.7) —
35 12 59 6 4 213132 4123 1 3 6 5 2 2 2 2 4 43 6148 4 12511826 1 - 4:6 (40.0) 0.53
36 10 59 5172 1235122 4 6 3 1 3 6 5 2 2 2 2 4 43 712134 1191 2 7 12 8 - 3:6 (33.3) —
37 7 5 - 6 3 1 727152 1123 13 6 2 1 2 2 4 2 6 3 71211 4 1 131 1 7 6 12 8 I3 4:1 (80.0) —
38 15 546 3 1 727152 1112313 6 412 2 42 6 3 712104 1 - 1 1 8 2 6 1 10 4:4 (50.0) —
39 7 5 41114 4 1151 8 21512 3 1 3 6 4 1 2 2 5 2 6 3 4128 4 1 131 1 9 2 6 1 I3 1:4 (20.0) —
40 10 6 9 2 14 4 11518 215103 1 3 6 4 1 2 2 5 2 6 3 712 8 4 1 131 1 8 2 6 1 - 1:4 (20.0) —
41 6 6 9 2 104 11nd 6 2 nd10 3 1 3 6 4 1 2 2 4 2 6 3 7 128 4 1 5 1 2 4 8 10 7 - 1:4 (20.0) —
42 6 6 5 4 4 3 1545 2 5163 1 4 6 4 1 2 2 42 6 3 7148 4 1131 1 8 3 8 3 11 1:2(33.3) —
43 5 4 4 6 3 2 1 ndl6 2 ndi5 3 5 2 6 1 3 2 4 2 153 7222 49 216 2 6 I - 4:0 (100.0) —
44 29 34 416 3 136012 2 3 153 7 6 6 5 2 2 4 2 1 6 3 8 2 3 2 411 2 1 6 2 8 4 9 5:15 (25.0) 0.025
45 24 5 411 8 3 126012 2 3 53 7 6 6 2 2 2 4 2 1 6 3 9 2 2 2 411 2 1 6 2 6 4 - 4:11 (26.7) 0.071
46 5 - - 6 3 3 12nd14 2 nd15 3 8 6 6 5 2 2 4 2 1 6 3 - 2 2 2 4112 1 6 2 6 4 - 2:3 (40.0) —
47 10 6 9 2 10 3 12 60 14 2 3 I3 3 6 6 52 2 4 2 1 6 3 8 2 2 2 4112 1 6 2 6 4 - 2:5 (28.6) —
48 43 6 9 2 102 1 62142 3153 8 6 6 5 2 2 4 2 16 3 -2 2 2 4112 16 2 6 4 11 12:21 (36.4) 0.12
49 6 5 -6 3 31629 2 3133 976 7224216 3 22224-122562206 3 - 2:3 (40.0) —
50 15 4 4 2102 1629 2 3133 97 6 722 4216 3 2 2224 -11221626 - - 3:8(27.3) 0.13
51 5 592102 1629 2 3133 976 7 2 2 4216 3 2 2 2 2 4232 2 4 5128 5 1:1 (50.0) —

* The table displays all 34 markers subjected to long haplotype clustering, in centromeric to telomeric order from left to right. Corneodesmosin is located in RH2, between markers
M6S190 and M6S161 Dashes (-) indicate that no allele occurred in > 50% of the founder haplotypes comprising the cluster. [talicized numbers indicate that the allele shown
occurred in 50 - 80% of the founder haplotypes comprising the cluster. Non-italicized numbers indicate that the allele shown occurred in > 80% of the founder haplotypes
comprising the cluster.

® Number of founder haplotypes in cluster.

¢ Biallelic TDT p value computed only when T+NT =10.
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a
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Clser NP 3 4B S A 6B 1CT5882565310080010052 400174551 TN@GDH  pae

52 19 5 4 6 3 2 1629 2 3 13317 6 7 2 2 4216 3 2 2 2 2 417 2 6 2 6 8 - 6:9 (40.0) 0.44
53 6 4 14106 1 105 9 2 3 - 3 9 7 6 - 2 2 4 2 1 6 3 8 2 2 2 4112 1 7 2 6 7 6 2:2(50.0) —
54 24 4 - 106 1 105 9 2 3 133 9 7 6 7 2 2 4 2 1 6 3 8 2 2 2 4112 1 8 2 6 2 - 11:11 (50.0) 1.00
55 6 4 4 2102 1629 2 3 -3 9 76 -2 22 825372224142 16 5128 6 2:3 (40.0) —
56 47 4 4 7 7 4 543 216153 9 6 6 5 2 2 42 153 6 2 12 32216 3 3 3 5 19:22 (46.3) 0.64
57 8 3 4 71441 - -321 7146 3111245 4 715141 -12 61 4 4 - 1:3 (25.0) —
58 25 4 4 7 7 4 5411 2 4 8 7 1 3 6 5 2 114 4 6 46 6 8 416181 2 5 2 6 315 8:11 (42.1) 0.49
59 13 5 4 6 4 4 115110 2 14204 2 4 6 1 3 1 1 6 2 5 4 511 8 422 - 1 2 4 2 6 1 10 3:5(37.5) —
60 6 6 1213 4 4 1 5213 2 13 6 4 1 5 1 6 2 1 1 8 2 2 4 411 4 419191 2 7 5 13 8 5 3:2 (60.0) —
61 11 2 6 4 3 2 3656 2 88 713111311525 4 4146 417131 2 6 5 12 - - 2:6 (25.0) —
62 16 6 5 4 4 3 -4 5 2 5 8 3 137 3 3 1 1 1 2 4 5 4 813 4 1 -1 2 6 2 6 - - 4:8 (33.3) 0.25
63 55 59 6 3 31544 2 5103137 3 31112 45 4 8131341 - 12426 112 16:27 (37.2) 0.093
64 20 S - 10101 121814 3 - 2 3 137 2 3 1 2 5 9553 9179 413101 2 6 2 8 3 11 6:7 (46.2) 0.78
65 6 6 9 134 5 339143122 31127 2312¢6 95538 -81416-122562 83 - 2:4(33.3) —
66 39 5910175 3 3814 3 122 3127 2 3 12 6 9 5 5 3 820 8 41638 1 2 6 2 6 8 - 15:15 (50.0) 1.00

* The table displays all 34 markers subjected to long haplotype clustering, in centromeric to telomeric order from left to right. Corneodesmosin is located in RH2, between markers
M6S190 and M6S161 Dashes (-) indicate that no allele occurred in > 50% of the founder haplotypes comprising the cluster. [talicized numbers indicate that the allele shown
occurred in 50 - 80% of the founder haplotypes comprising the cluster. Non-italicized numbers indicate that the allele shown occurred in > 80% of the founder haplotypes
comprising the cluster.

® Number of founder haplotypes in cluster.

¢ Biallelic TDT p value computed only when T+NT =10.



